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Capture of Public Science Data  
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Cancer Biomarker Bioinformatics 
Workshop 

•  The EDRN and NASA Jet Propulsion Laboratory held a workshop in May 
2013 at Caltech to address informatics and data-driven research in cancer 
biomarkers 
–  http://edrn.nci.nih.gov/cancer-bioinformatics-workshop/cancer-biomarker-

bioinformatics-workshop-report-may-2013 
–  A major outcome focused on data usability, reproducibility of results, methods 

and algorithms to systematize data analysis, and scalable computing 
infrastructures. 

•  Key Recommendations 
–  Systematic approaches to the generation, capture, management of data to 

enable reproducibility. 
–  Increased emphasis on data curation to promote data reuse 
–  Automation of data processing/analytics software pipelines 
–  Data integration and fusion of data from multiple platforms, studies  
–  Scalable data infrastructures and repositories 
–  Use of big data tools and bioinformatics techniques to scale data analysis 
–  Increased training of scientists in the use of computational tools/methods 
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Moving towards data-driven science for 
cancer biomarkers 
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•  Automated pipelines 
•  Complex Workflows 
•  Scalable Computational Algorithms 
•  (genomic, proteomic) 
•  Automated feature detection 
•  Automated curation 

•  Scalable Computational 
Biology Infrastructures  
(cloud, HPC, etc) 

•  Local algorithms 
processing 

•  On-demand algorithms 
•  Algorithms 
•  Data fusion methods 
•  Machine learning techniques 

Results 

-Cross-cutting Data/Information Architectures - 

“LabCAS” 

“eCAS” 
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